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BEST AVAILABLE IMAGES 

Defective images within this document are accurate representations of 
the original documents submitted by the applicant. 

Defects in the images may include (but are not limited to): 

• BLACK BORDERS 

• TEXT CUT OFF AT TOP, BOTTOM OR SIDES 

• FADED TEXT 

• ILLEGIBLE TEXT 

• SKEWED/SLANTED IMAGES 

• COLORED PHOTOS 

• BLACK OR VERY BLACK AND WHITE DARK PHOTOS 

• GRAY SCALE DOCUMENTS 

IMAGES ARE BEST AVAILABLE COPY. 



As rescanning documents will not correct images, 
please do not report the images to the 
Image Problem Mailbox. 



Wm -Si^UENCE LISTING 
j - ERROR REPORT 

'yxd^^0M^ ^M^t^^^°Sy Systems Branch of the Scientific and^clmical Inforniitjon 
-^fw^^ detected errors when processing the following Computer readable 

; , ■ form: 




Application Serial Number: 09 ^ 399 
Source: /ZfiflVfj 
Date Processed by STIC: 



'^^Ui-y^ THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS, 

* "PSfpKf? Wi) t'J metUDING-AT COPY of this printout in your next communication to the 

^ > j V APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 




^^Ef>R SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 

patin21help@uspto.gov or phone 703-306-4119 (R. Wax) 
^^^Aa^mail help: patin30help@uspto.gov or phone 703-306-4119 (R. Wax) ' ; 




TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM . ACCESSIBLE THROUGH THE U.S. PATENT AND ; 
^TR^DEM ARK OFFICE WEBSITE. SEE BELOW: 



ft*' 




Checker Version 3.0 

The. Checker Version 3.0 application is a state-of the-art Windows based software program 
I employing a logical and intuitive user-interface to check whether a sequence listing is in 
* compliance with format and content rules. Checker Version 3.0 works for sequence listings 
^generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1, 1990 (old 
V rules) arid the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
\ Property Orjganization (WIPO) Standard ST. 25. 
jGKdcker Version 3;0 replaces the previous DOS-based version of Checker, and is Y2K- 
^mpiiantf Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
> Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
'listings, thus saving time and money. 

Checker Version 3.0 can be down loaded from the USPTO website at the following address: 
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BATCH 



RAW SEQUENCE LISTING DATE: 12/20/2000 

PATENT APPLICATION: US/09/674 , 37 7 TIME: 13:59:33 

Input Set : A:\PTO.txt 

Output Set: N:\CRF3\12202000\I674377.raw 

3 <110> APPLICANT: Nakamura, Toshikazu 

W--> 4 <12 0> TITLE OF INVENTION: NEOVASCULARIZATION INHIBITOR 

W--> 5 <130> FILE REFERENCE: P99-10 

W--> 6 <140> CURRENT APPLICATION NUMBER: 

C--> 7 <141> CURRENT FILING DATE: 2000-10-30 

8 <150> PRIOR APPLICATION NUMBER: JP P1998/.1 34681 

9 <151> PRTOR FILING DATE: 1998-04-28 
W--> 10 <160> NUMBER OF SEQ ID: 2 

11 <17 0> SOFTWARE: Paten tin Ver. 2.0 

12 <210> SEQ ID NO: 1 

13 <211> LENGTH: 4 47 
.14 <212> TYPE: PRT 

15 <23 3> ORGANISM: Human 

16 <220> FEATURE: 
.17 <221> NAME/KEY: MOD_RES 

18 <222> LOCATION: (1) 

19 <223> OTHER INFORMATION: pyroglntama te 
W-> 20 <220> FEATURE: 

21 <221> NAME/KEY: CHAIN " 

22 <22 2> LOCATION: {!)..( 4 47) 

23 <223> OTHER INFORMATION: N- terminal region of alpha-chain in HGF 
2 4 ( P y rG I u 3 2 - Va 1 4 7 8 /HG F ) 

W--> 25 <300> PUBLICATION INFORMATION: 

26 <301> AUTHORS: Nakamura, Tshikazu 
' 27 <303> JOURNAL: Nature 

23 <3 04> VOLUME: 34 2 

29 <30£>> PAGES: 440-443 
W--> 30 <307> DATE: 1989 



Does Not Comply 
Corrected Diskette Needec 



31 


<400> SEQUENCE: 


1 
























32 


Xaa 


Arg 


Lys 


Arg 


Arg 


Asn 


Thr 


He 


His 


Glu 


Phe 


Lys 


Lys 


Ser 


Ala 


Lys 


33 


1 








5 










10 










15 




34 


Thr 


Thr 


Leu 


He 


Lys 


He 


Asp 


Pro 


Ala 


Leu 


Lys 


He 


Lys 


Thr 


Lys 


Lys 


35 








20 










25 










30 






36 


Val 


Asn 


Th r 


Ala 


Asp 


Gin 


Cys 


Ala 


Asn 


Arg 


Cys 


Thr 


Arg 


Asn 


Lys 


Gly 


37 






3 5 










40 










45 








38 


Leu 


Pro 


Phe 


Thr 


Cys 


Lys 


Ala 


Phe 


val 


Phe 


ASp 


Lys 


Ala 


A rg 


Lys 


Gin 


39 




50 










55 










60 










40 


Cys 


Leu 


Trp 


Phe 


Pro 


Phe 


Asn 


Ser 


Met 


Ser 


Ser 


Gly 


Val 


.Lys 


Lys 


Glu 


41 


65 










70 










75 










80 


4 2 


Phe 


Gly 


His 


Glu 


Phe 


Asp 


Leu 


Tyr 


Glu 


Asn 


Lys 


Asp 


Tyr 


He 


Arg 


Asn 


43 










85 










90 










95 




44 


Cys 


Tie 


He 


Gly 


Lys 


Gly 


Arg 


Ser 


Tyr 


Lys 


Gly 


Thr 


Val 


Ser 


He 


Thr 


4 5 








100 








105 










110 






46 


Lys 


Se r 


Gly 


Tie 


Lys 


Cys 


Gin 


Pro 


Trp 


Ser 


Ser 


Met 


He 


Pro 


His 


Glu 


47 






115 










120 










125 








48 


His 


Ser 


Phe 


Leu 


Pro 


Ser 


Ser 


Tyr 


Arg 


Gly 


Lys 


ASp 


Leu 


Gin 


Glu 


Asn 


49 




130 










135 










140 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/674,3 77 



DATE: :i 2/20/2000 
TIME: 13:59:33 



Input Set 
Output Set 



A:\PTO.txt 

N:\CRF3\122 02000\l6 74 3 7 7.raw 



50 Tyr Cys Arg Asn Pro Arg Gly Glu G.lu Gly Gly Pro Trp Cys Phe Thr 

51 14 5 150 155 160 

52 Ser Asn Pro Glu Val Arg Tyr G.lu Val Cys Asp lie Pro Gin Cys Ser 

53 165 170 .175 

54 Glu Val Glu Cys Met Thr Cys Asn G.Ly Glu Ser Tyr Arg Gly Leu Met 

55 180 185 190 

56 Asp His Thr Glu Ser Gly Lys He Cys Gin Arg Trp Asp His Gin Thr 

57 195 200 205 

58 Pro His Arg His Lys Phe Leu Pro Glu Arg Tyr Pro Asp Lys Gly Phe 

59 210 215 220 

60 Asp Asp Asn Tyr Cys Arg Asn Pro Asp Gly Gin Pro Arg Pro Trp Cys 

61 22 5 2 30 2 35 24 0 

62 Tyr Thr Leu Asp Pro His Thr Arg Trp Glu Tyr Cys Ala lie Lys Thr 

63 245 250 255 

64 Cys Ala Asp Asn Thr Met Asn Asp Thr Asp Val Pro Leu Glu Thr Thr 

65 260 265 270 

66 Glu Cys lie Gin Gly Gin Gly Glu Gly Tyr Arg Gly Thr Val Asn Thr 

67 275 280 285 

68 He Trp Asn Gly He Pro Cys Gin Arg Trp Asp Ser Gin Tyr Pro His 

69 290 295 300 

70 Glu His Asp Met Thr Pro Glu Asn Phe Lys Cys Lys Asp Leu Arg Glu 

71 305 310 315 320 
7 2 Asn Tyr Cys Arg Asn Pro Asp Gly Ser Glu Ser Pro Trp Cys Phe Thr 

73 325 330 335 

74 Thr Asp Pro Asn He Arg Val Gly Tyr Cys Ser Gin He Pro Asn Cys 

7 5 34 0 345 3 50 

76 Asp Met Ser His Gly Gin Asp Cys Tyr Arg Gly Asn Gly Lys Asn Tyr 

77 355 360 365 

78 Met Gly Asn Leu Ser Gin Thr Arg Ser Gly Leu Thr Cys Ser Met Trp 

79 370 375 3 80 

80 Asp Lys Asn Met Glu Asp Leu His Arg His He Phe Trp Glu Pro Asp 

81 385 390 395 400 

82 Ala Ser Lys Leu Asn Glu Asn Tyr Cys Arg Asn Pro Asp Asp Asp Ala 

83 405 410 415 

84 His Gly Pro Trp Cys Tyr Thr Gly Asn Pro Leu He Pro Trp Asp Tyr 

85 420 425 430 

86 Cys Pro He Ser Arg Cys Glu Gly Asp Thr Thr Pro Thr He Val 

8 7 4 35 44 0 445 

89 <210> SEQ ID NO: 2 

90 <211> LENGTH: 442 
9H <212> TYPE: PRT 

92 <213> ORGANISM: Human 



c > 9 3 <2 20> FEATURE: 

94 <221> NAME/KEY: CHAIN 

95 <222> LOCATION: (!)..( 4 42) 

96 <22 3> OTHER INFORMATION: N- terminal region of alpha- chain in HGF 





97 . 
> 98 <220> 

99 <221> 



{ pyrGlu3 2 - Val 4 78/HGF ) 
FEATURE : 

NAME/KEY : MOD_RES 
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RAW SEQUENCE LISTING DATE: J 2/20/2000 

PATENT APPLICATION : US/09/674,3 7 7 TIME: 13:59:33 

Input; Set : A:\PTO.txt 

Output Set: N:\CRF3\12202000\I674377.raw 



100 <222> LOCATION: (130).. (131) 

101 <22 3> OTHER INFORMATION: deletion of 5 amino acids 



102 


<M0> SEQUENCE: 


2 
























103i 




IB rn 


ys 


Arg 


Arg 


Asn 
sn 


Thx 


lie 


His 


Glu 


Phe 


Lys 


ys 


Ser 


Ala 


Lys 


104' 


* — y 








5 










10 










1 5 




105 


Thr 


Thr 


Leu 
eu 


lie 


Lys 


1 le 


sp 


Pro 


Ala 


Leu 


Lys 


lie 


Lys 


Th r 


1 .V c 

ijys 


i.,y t> 


106 








20 










2 5 










30 






1U / 


Val 


sri 


Thr 


A I a 


sp 




by S 


Al a 


Asn 


rg 


Cys 


Thr 


Arg 


Asn 


T 

i.ys 


b.i.y 


10 8 






3 5 










4 0 










4 5 








1 0 9 


Lou 


Pro 


Phe 


Thr 


Cys 


Lys 


Ala 


f ne 


Va 1 


Phe 


Asp 


Lys 


Ala 


Arc 


ys 


Gin 


110 




^n 
J u 










55 










60 










-L .i J. 


Cvs 


leu 


" r; P 


Phe 


Pro 


Pile 


Asn 


Ser 


Me t 


Ser 


Ser Gly 


V d .1 


f \/c 
JjVS 


L/fa 


G 1 u 


1 '1 2 












7 0 










75 










80 


.1. j. -j 


Phe 


r, 1 v 
u j.y 


His 


Glu 


Phe 


Asp 


beu 


Tyr 


pin 

ti l.U 


Asn 


Lys 


sp 


Tyr 


Tie 


Arg 


Aan 


11 '1 










8 5 










9 0 










95 




1 1 r \ 


Lys 


I le 


lie 


b xy 


Lys 


biy 


Arg 


ser 


lyr 


L> S 


Gl v 


Thr 


yd I 


Ser 


1 ±e 


Th r 


liD 








100 










105 










13 0 






11 1 


Ly s 


ser 


b xy 


Tin 


Lys 


Cys 


C 1 T'l 

bill 


Pro 


Trp 


Ser 


Ser 


le - 


ire 


Pro 


His 


will 


1 i 0 
J.J. 0 






1 1 c 

1 X J 










i "> n 
1 z u 










12 5 








119 


H Is 


Ser 


Tyr 


Arg 


b ,L y 


Lys 


Asp 


Leu 


Gin 


Glu 


Asn 


ry r 


Cys 


Arg 


Asn 


Pro 






J. .J u 










X J> J 










;i 4 0 










.1 2 1 


Arq 


Gly 


<k! x u 


Glu 


Gly 


Gly 


Pro 


Trp 


Cys 


Phe 


Thr 


ser 


Asn 


Pro 


b.l U 


Val 


j. £ z 


1 ,1 r 
14 J 










.L D u 










1 5 5 










16 0 


i 1 "j 
ij J 


Arg 


r 

Tyr 


Glu 


Veil 


Cys 


Asp 


T I ft 

1 le 


Pro 


bin 


Cys 




Glu 


va 1 


Glu 


Cys 


Me t 


1 ^. *± 










'1 6 5 










170 










17 5 




.1. Z 3 


The 




sn 


Gly 


biu 


Se r 


Tyr 


Arg 


Gly 


Leu 


Met 


Asp 


His 


Thr 


fin 


ser 


1 Of. 

.1. Z O 








1 on 










185 










ion 

XJV 






12 7 


Gly 


Lys 


T 1 ITJ 

j. 1 e 


Cys 


bin 


Arg 


Trp 


Asp 


H is 


b 1 n 


Thr 


Pro 


H i.s 


Arg 


H.1S 


Lys 


12 8 
















20 0 










Tile 

z U 0 








.l z y 


Phe 


Leu 


Pro 


Glu 


Arg 


Tyr 


Pro 


Asp 


Lys 


biy 


Phe 


Asp 


Asp 


Asn 


Tyr 


by s 


"13 0 




^10 










215 










220 










131 


Arg 


Asn 


Pr 
r 


sp 


bl> 


Gin 


Pro 


A 

rg 


Pro 


Trp 


Cys 


Tyr 


Thr 
r 


Teu 


.sp 


Pro 


13 2 


Z ZJ 










2 30 










235 










24 0 


"ITT 
.1 JO 


His 


Thr 


Arg 


Trp 


Li J. U 


Tyr 


Cys 


Al a 


T 1 a 

lie 


Lys 


Thr 


Cys 


Ala 


Asp 


Asn 


Thr 


134 










245 










250 










255 




135 


Met 


Asn 


Asp 


Thr 


Asp 


Val 


Pro 


Leu 


Glu 


Thr 


Thr 


Glu 


Cys 


lie 


Gin 


Gly 


136 








260 










265 










270 






137 


Gin 


Gly 


GiU 


Gly 


Ty r 


Arg 


Gly 


Thr 


Val 


Asn 


Thr 


lie 


Trp 


Asn 


Gly 


He 


133 






275 










280 










285 








139 


Pro 


Cys 


Gin 


Arg 


Trp 


Asp 


Ser 


Gin 


Tyr 


Pro 


His 


Glu 


His 


Asp 


Met 


Thr 


140 




290 










295 










300 










141 


Pro 


Glu 


Asn 


Phe 


Lys 


Cys 


Lys 


Asp 


Leu 


Arg 


Glu 


Asn 


Tyr 


Cys 


Arg 


Asn 


142 


305 










310 










315 










32 0 


14 3 


Pro 


Asp 


Gly 


Ser 


Glu 


Ser 


Pro 


Trp 


Cys 


Phe 


Thr 


Tin- 


Asp 


Pro 


Asn 


Tie 


144 










325 










330 










335 




14 5 


Arg 


Veil 


Gly 


Tyr 


Cys 


Ser: 


Gin 


He 


Pro 


Asn 


Cys 


Asp 


Met 


Ser 


His 


Gly 


146 








34 0 










345 










350 






14 7 


Gin 


Asp 


Cys 


Tyr 


Arg 


Gly 


Asn 


Gly 


Lys 


Asn 


Tyr' 


Met 


Gly 


Asn 


Leu 


Ser 


148 






35 5 










360 










365 









file://C:\CRF3\OuthoId\Vsrl674377.htm 



12/20/00 



RAW SEQUENCE LISTING DATE: .12/20/2000 

PATENT APPLICATION: US/09/674,3 77 TIME: 13:59:33 

input Set : A:\PTO.txt 

Output Set: N:\CRF3\12202000\I674 377.raw 

14 9 Gin Thr Arg Ser Gly Leu Thr Cys Ser Met: Trp Asp Lys Ann Met Glu 

150 370 375 380 

151 Asp Leu His Arg His Tie Phe Trp Glu Pro Asp Ala Ser Lys Leu Asn 

152 385 390 395 400 

153 Glu Asn Tyr Cys Arg Asn Pro Asp Asp Asp Ala His Gly Pro Trp Cys 

154 405 410 415 

155 Tyr Thr Gly Asn Pro Leu .lie Pro Trp Asp Tyr Cys Pro He Ser Arg 
-156 420 425 430 

157 Cys Glu Gly Asp Thr Thr Pro Thr lie Val 

158 435 440 
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VERIFICATION SUMMARY DATE: 12/20/2000 

PATENT APPLICATION: US/09/674,377 TIME: 13:59:34 

Input Set : A:\PTO.txt 

Output Set: N:\CRF3\12202000\l674377.raw 

L:4 M:283 W: Missing Blank Line separator, <120> field identifier 
L:5 M:283 W: Missing Blank Line separator, <130> field identifier 
L;6 M:283 W: Missing Blank Line separator, <!M0> field identifier 
L:7 M:271 C: Current P:i ling Date differs, Replaced Current Filing Date 
L:10 M:283 W: Missing Blank Line separator, <160> field identifier 
L:12 M:283 W: Missing Blank Line separator, <210> field identifier 
L:16 H:283 W: kissing Blank Line separator, <220> f i.eid identifier 
L:20 M:283 W: Missing Blank Line separator, <220> field identifier 
L:25 M:283 W: Missing Blank Line separator, <300> field identifier 

L:30 M:285 W: Invalid Journal Date: Wrong YYYY'-MM- DD , MMM * YYYY or SEASON- YYYY , Wrong Journal Date : YYYY -MM- 
DD,MMM-YYYY or Season - YYYY 

L:31 H:283 W: Missing Blank Line separator, <400> field identifier 
L:32 M:341 W: (4 6) "ri" or "Xaa" used, for SEQ IDU : X 
L:93 M:2H3 W: Missing Blank Line separator, <22()> field identifier 
L:98 M:283 W: Missing Blank Line separator, <220> field identifier 
L:102 M:283 W: Missing Blank Line separator., <400> field identifier 
L:103 M:341 W: (46) "n" or "Xaa" used, for SEQ IDS : 2 



V 



t, ■. . "-^ , 
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